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Tables. S1 to S14 transmission disequilibrium test (TDT) and associated SE were calculated using the 48 following formula:
locus. In summary, 13 studies consisting of 14 independent samples of major mood 146 disorders were recruited in this meta-analysis (Table S5) [3-8, 10-13, 16, 17, 19] . The 147 overall samples included 10,220 BD patients, 376 BD families, 6,611 MDD patients 148 and 20,594 healthy subjects. Based on the Begg's funnel plot test of asymmetry, we 149 found no evidence of publication bias for either BD or MDD samples, as indicted by 150 funnel plots (both P >0.05) (Fig. S4) . 151 Using the fixed-effect model, we found no significant association of this locus with 152 either BD (P = 0.461) or MDD (P = 0.643). We also divided BD or MDD according 153 to ethnicity, or combine them together as major mood disorders; again, meta-analyses 154 revealed no sign of association in either group (Table S11) . 155 156 rs778294 (risk allele: A) 10 Gomez, 2008 A Hungary Caucasian 646 families 0.820 0.689-0.975 
Fig. S1 Schematic representation of the DAOA gene and the location of tested SNPs
Exon is represented by black vertical lines, and UTR is indicated by gray lines. 
